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MNpanc-nucr
Ha NJIaTHble MeAULIMHCKUNE YyCIJyrUn

3ABOP BUOMATEPUANA ANA NPOBEAEHNA KJIMHUKO-ANATHOCTUYECKUNX

UCCNEAOBAHUMN
o HaumeHoBaHue CroMMocCTb,
N2 n/n " NMpuMmeuaHue
MeAMLIMHCKOMN yCyru py®6.
OBLLUEK/TMHUYECKMUE UCCNNEQOBAHMA
Nlematonorusa:

1 |Femorno6buH 1 uccneposaHne
165

2 |Fpynna kpoBwu, pe3yc cdakTop 1 nccnenosarve
575

3 |KnuHMYeckuin aHanmns KpoBmu C 1 nccneposarve

neunkodgopmysnon (CO3)

500

4 |NlenkounTtapHaa cpopmyna 1 uccnepoBarve
235

5 |PeTukynoumTbl 1 nccnenosaHmne
ynott 165

& |CO3 1 uccnenosaHmne
165

7 |TpoM6ouuTbl 1 uccneposaHne
P " 165

UccnepoBaHue Moum:

8 |AHanus Moumn no HeunnopeHko 1 nccneposaxmne
(noacuer poOpMEHHbIX 3JIEMEHTOB) 300
9 |Kanuu, HaTtpui, Xnop B Mmoue 1 nccnesosaHue 640

10 |Kanbummn B Mmoue 1 nccnenosaHmne
185
11 |MouyeBas KMCNOTa B Mo4Ye 1 nccneposaxme 300




12 |O6wuin aHanNM3 MouYM 1 nccneposaxme
420
13 |O6wuin 6enok B Moue 1 nccneposaxme
300
Koarynonorusa:
14 |AYTB 1 uccneposaHue
245
15 -AMmMe 1 uccneposaHue
A P 645
16 |Koarynorpammal: NTU, MHO 1 nccneposarue 425
17 |Koarynorpamma2: NTU, MHO, AYTB 1 nccneposaxue 635
18 [MHO 1 uccneposaHve
260
19 nm 1 nccnepoBanue
260
20 |®dubpuHoOreH 1 uccneposaHue
P 315
Konponorus:
21 |AHanM3 Kana Ha CKpbITYIO KPOBb 1 nccnenosarve 350
22 | BMOXMMMYECKNI aHaNn3 Kana-MmapKepbl 1 nccneposatune 3 060
AncbakTepnosa KMWeYyHUKa
23 |Kan Ha KMwe4yHble Nnapa3uThl, 1 uccneposarue 1115
Parasep (18 Bo36yautenen)
24 |Kan Ha npocTteiwume (OAHOKpPaTHO) 1 uccnenosatue
520
25 |KanbnpoTtekTuH (B Kane 1 nccneposaHme
P : ) 5 860
26 |KnMHUYeCKMi aHanus3 Kana 1 nccneposaHne
600
27 |MaHKpeaTn4yeckas 3nacrta3a 1 B kane 1 nccneposaHue 5 230
Mapa3utapHaa u MH(PEeKLMOHHAA AMAarHOCTUKa Kana:
28 |AHTMreH nambnuin (Giardia lamblia) 1 nccneposatue
1 460
29 |AnTureH Helicobacter pylori B kane 1 uccneposatue
2485
30 |AHTMreHbl npocrernx (namM6énum, ame6nl, 1 uccneposatue 2 975
Kpuntocnopvuaum) B Kasne
31 |AHTUreHbl pOTaBUPYCOB U ailEGHOBUPYCOB 1 nccnenosaHmne 1510
B Kane
LimTonornyeckme nccnenoBaHua:
32 [F'MHeKOoNOorMyeckui Ma3oK Ha OHKOLIMTONIOrMio |1 nccneaosaHue 690




33 [WMccnepoBaHMe Ha AeMoAeKc 1 nccneposaHne 500
(6posu)
34 |[WMccnepoBaHMe Ha AeMoAeKc 1 nccneposaHne 500
(Bonoc rosnosbl)
35 [WMccnepoBaHMe Ha AeMoAaeKc 1 nccneposaHne 500
(pecHuubl rnasa s1eBOoro U NpaBoro)
36 [WMccnepoBaHMe Ha AeMoAeKcC 1 nccneposaHne 500
(cocko06 € KOXXM BeK)
37 |MccnepoBaHue Ha AeMoAeKcC 1 uccnenosaHve 500
(cocko06 c KOX>XM rosioBbl)
38 [WMccnepoBaHMe Ha AeMoAeKc 1 nccneposaHne 500
(cocko06 c kKoXxu nmua)
39 |MccnepoBaHue Ha aeMoaeKc (COockob ¢ KoXm |1 nccnenosarune 500
HOCOry6HoOro TpeyrosibHmMKa)
40 |MccnepoBaHMe Ha ageMoAeKC 1 uccnenosaHve 500
(cocko06 c KOXKH)
41 |Mukpockonuuyeckoe uccnegosaHme Ma3Ka Ha |l nccneposaHve
¢nopy (npob6ba ns uepBMkanbHOro KaHana, 730
Bnaranuuwa)
42 |MmMKpOCKONMUYEeCcKoe uccrieqoBaHMe HorTeBbix |1 vuccneposanne
NJ1IaCTUHOK HA NOBEPXHOCTHbIE MUKO3bl - 1 705
npenapar
43 |Mukpockonuuyeckoe umccnegosaHme cockobos |1 vccneposaHve
KO>XM Ha NOBEPXHOCTHbIE MUKO3bI - 1 705
npenapart
44  |LMTonornyeckoe uccseaoBsaHme cockoboB T- |1 vuccnenosaHune
30HbI LWUEMKN MaTKN (DKMAKOCTHOE) 1185
45 |UnTonorn4yeckoe uccnepnoBaHue cocko6oB 1 nccnenosanune
LWIEeMKM MaTKM U LuepBuK.kaHana PAP-TecTt 1 155
(okpacka no NManaHukonay)
46  [mTtonorunuyeckoe umccnegoBaHue otTaensieMoro |1 uccneposaxne 230
MOJIOUHOM >kenes3bl
Mpoune o6LEeKSINHUUYECKNE UcciefoBaHUSA:
47 |FopMoH pocTa (CTI) 1 uccnenosaHue
690
48  |MucynuH (UPN) 1 uccneposaHue
605
49 |(KopTtnson (K 1 uccnenoBaHve
p (K) 605
50 |C-nenTtva 1 uccnenoBaHue
605
BNOXNMUNYECKUE UCCNEAOBAHMA
Bbenkun-Mapkepbl cepaeyHoOW AeATeNIbHOCTU:
51 |INT-npoBNP (N-TepMMHanbHbI MO3roBom 1 nccnepoBaHve 4 820
HaTpuuypeTudeckmu nponentumg)
52 |Munorno6uH 1 uccneposaHue

840




53

TponoHuH I

1 nccnepoBaHune

1405
BUTaMMUHbI U YKUPHbIE KUC/OTbI:
>4 |ButamMuH B12 (umaHokob6anammH) 1 nccneposatue 750
55  |ButamuH B9 (donmesas kucnora) 1 nccneposatue 750
56 (Butamuu D (25-ruapokcukanbumncdepon) 1 nccnenosaxue 3 060
Jinnnabl:
57 |Tpurnvuepuabl 1 uccnenoBaHue
purnuuepma c20
58 [XonecrtepwH 1 nccnepoBaHue
540
59 [(XonectepwmH -JINBMN 1 nccnesnosaHme
540
60 (XonecrtrepuH -JIMNHN 1 nccnenosanune
P 540
Mapkepbl MeTabonnama xxenesa:
61 |XKeneso 1 uccnepoBaHue
455
62 [(OXCC 1 uccnenoBaHue
425
63 |TpaHcdeppuH 1 uccnepoBaHue
paHcdepp 660
64 |(PeppUTUH 1 uccnenoBaHue
PP 660
HeopraHunyeckme coeguHeHuUN:
65 |Kanun (K 1 uccnenoBaHue
(K 300
66 |Kanbuum (Ca 1 uccnenoBaHue
umi (Ca) 465
67 |Kanbumii noHn3anpoBaHHbIii (Ca’") 1 vccneposanme 570
68 |Marnvu (M 1 uccnenoBaHue
(Mg) 300
69 [(Meab (Cu 1 uccnenoBaHue
ab (Cu) 1370
70 |Hatpu# (Na 1 uccnenoBaHue
pus (Na) 300
71 |(CeneH (Se 1 uccnegoBaHue
(Se) 1370
72  |®docdop (P 1 nccneposaHue
¢dop (P) 300
73 |Xno Cl 1 nccneposaHue
p (CI) 300
74 | Xpom (Cr) 1 uccneposaHne

1370




75 MHK (Zn 1 nccnenosaHmne
4 (zn) 1370
Cneundunueckume 6enkun:
76 |C-peakTuUBHbIN 6enok 1 uccnegosaxve
300
77 |ACNTO (aHTHM-cTpenTonmnsuH O) 1 nccneposatue 300
78 |PeBMmaToupHbi¥ chakTOp 1 uccneposatue
300
79 |CPB ynbTpauyyBCTBUTE/IbHbIN 1 nccneposaxue 515
Cy6cTparhbli:
80 |BenkoBble Ppakuum (anb6bymMuH, 1 uccneposarue 425
al,a2,B,A-rnobynuHsbl) - metopn
81 |Benok o6wun 1 uccneposanve
300
82 |Bunupy6umH o6wynn 1 nccnesnosaHue
300
83 |Bunnpy6bmMH NnpssMOoi, HENPAMOM 1 nccnenosaHue
300
84 |Fnoko3a B CbIBOPOTKE KPOBU 1 uccneposarue 245
85 |Fnoko3a Ha rnoKomeTpe 1 uccneposarue 235
86 |FoMmouucTeuH 1 nccnenosaHue
1830
87 |KpeaTUHWH 1 uccnefoBaHme
P 425
88 |KpeaTMHMH B Moue 1 nccneposaHme
425
89 |MoueBasi kucnora 1 nccnepnosaHme
425
90 (MoueBMHa 1 nccnenosaHmne
425
91 |Npo6a Pebepra 1 uccnenosaHue
P P 990
92 |MdpyKTO3aMMH 1 uccnenosaHue
Py 540
YpoBeHb KOMMEeHcauum caxapHoro ama6era:
93 |FNMKO3MNMPOBaHHbIA reMorio06uH 1 nccnenosaHme 1 050
depMeHTbI:
% |ANT 1 nccneposaHne
425
95 |Anbda-1-aHTUTPUNCHUH 1 uccnenosaHve

840




96 |(AMunasa 1 nccnenosaHmne
510
97 |AMunasa B Moue 1 uccnenosatue
510
98 |AMMNasa naHKpeaTnuyeckas 1 nccnenosaHme
350
99 |ACT 1 nccneposaHue
425
100 |[ramma -TITn 1 nccneposaHue
425
101 |KpeatnHkmHasa (KK, K®K) 1 uccneposatue
185
102 |KpeatnHkuHasa MB (KK-MB) 1 uccneposatmne
570
103 |NMakTaTtperupaporeHasa (Jiar) 1 nccnesnosaHme
340
104 |(NMakTtaTpermpgporeHasa-1,2 nsogepmeHTt 1 nccneposaHue o
51
105 |Jivnaza 1 nccneposaHue
425
106 |XonuHacTtepasa (nNceBAOXOsIMHICTEpPa3a) 1 nccneposatune 200
107 |W® 1 nccnenoBaHme
425
Mpodunnn 6MoXMMmNUYECKNX UccrieqoBaHUN:
108 (JlunnaHbi 06MeH (xonectepuH ob6wmni, 1 nccneposatune
JINHNO, NNBN, Tpurnvuepuabl) 2 160
109 |MaHkpeaTuueckuu tect (ammnasa, o6wmmn 1 uccneposarue
6enok) 810
110 (Mo4e4yHble Npo6bl 1 uccneposarue
(KpeaTUHUH, MOYEBUHA) 850
111 |PacluMpeHHbIA NeYeHOoUYHbIN TecT (6unnpy6uH |1 nccneposanue
o6bwuinn, AJIT, ACT, LD, I'TTN)
2 000
112 (PeBmonpo6bl (CPB, peBMaTouAaHbIn bakTOop) |1 “ccnenosaHue 600
113 |dubpomakc (paclumpeHHas AMarHocTmka 1 nccneposaHne
MOpaxeHUn neyeHm) 22725
MMMYHO®EPMEHTHbLIE UCCJIEAOBAHUA
Annepronormyeckme uccneaoBaHunA:
114 |MmMmyHorno6ynuH E o6wmi 1 nccnenosaHme

500




AyTOMMMYHHbIE uccneaoBaHua:

115

AHTUTENna nNpu ayTOMMMYHHbIX U
BOCNasinTenbHbix 3aboneBannax XKT
(ayTOMMMYHHbINA racTpuTt, NnepHULMNO3HasA
aHeMusA, uenmakusa, 6onesHb KpoHa)
(koMnNekcHoe uccneaoBaHne, MMMYHO610T):
AT K rnmaavHy, AT K TKaHeBOW TpaHCriayTammHase
(tTG), AT Kk BHYTpeHHeMy dakTopy (KacTtna), AT K
napueTtanbHbIM KnetkaM xenyaka, ASCA-AT Kk
Saccharomyces cereviviae

1 nccneposaHune

3915

116

AyToaHTUTeNa K aHTUreHam
neyeHun/noa)xenyao4uHoOmn xkenesbl +
AHTMTENa K rnagKkou Myckynartype
(koMnnekcHoe uccneaoBsaHne, MMMYHO610T):
AT K @aHTUreHaMm: aHTUMUTOXoHApuanbHble (AMA-
M2), anTnsaaepHole (sp100, gp210), pacTBOpUMbIN
aHTUIeH nevyeHn/noaxenyn04HON xenesbl
(SLA/LP), aHTUreH MUKPOCOM reyveHn u noyek 1
Tmna (LKM-1), umtonnasMaTtuyeckmim aHTreH
neyeHun 1 Tuna (LC-1), aHTUreHbl rnagkom
MyckynaTtypsbl (F-akTuH, MMO3WH, AECMWNH)

1 nccneposaHune

5740

117

AvnarHocTtuka cepoHeraTuBHoro
peBMaToMaHOro aprpura (KOMMJeKkcHoe
unccnepoBaHue): PeeMaTtomaHbin hakTop,
AHTUTENA K UMKINYECKUM LUUTPYINIMHUPOBAHHbLIM
nentuaam (anti-CCP), AHTuTena K
MOANDULMPOBAHHOMY LUUTPYNIMHUPOBAHHOMY
BUMEHTUHY (aHTU-MCV)

1 nccnepoBaHune

3915

118

TunuposaHue HLA-B27

1 nccnepoBaHune

2 090

NleHeTMyeckune nccnenoBaHuNA:

119

bepeMeHHOCTb - KOMIMJ1IEeKC

OnpepeneHune nonamMmopchpmsmMos,
acCoOLMMPOBAHHbIX C PUCKOM
HeBblHawMBaHusA 6epeMmeHHocTHn (12
nonnMmopcgpuamoB: F2-npotpombuH (20210 G>A),
F5-npoakuenepuH (1691 G>A (Arg506GIn), F7-
NPOKOHBEPTUH/KOHBEPTUH (10976 G>A
(Arg353GIn)), F13A1-dunbpuHaza (G>T
(Val34Le)), FGB-dpunbpuHoreH (-455 G>A), ITGA2-
a2-uHterpuH (807 C>T (F224F)), ITGB3-b3-
nHterpuH (1565 T>C (L33P)), PAI-1-cepnuH (-675
5G>4G), MTHFR (677 C>T (A222V)), MTHFR
(1298 A>C (E429A)), MTR (2756 A>G (D919G)),
MTRR (66 A>G (I122M)))

1 nccnepoBaHue

11 065




120

XXeHckoe 6ecnnoane. OnpenenexHne
nonmMopcpmamMoB, aCCOLMMPOBAHHbIX C
pa3BUTUEM XKeHCckoro 6ecnnogus (7
nonuMmopcdpusmos: AR (E211G/A; AR-E211G>A),
AR (rs6625163), AR (rs2223841), AR ((CAG)n
repeat; (3bp)n, Short/Long (S/L)), AR ((GGN)n
repeat; Polyglycine repeat, Short/Long (S/L)),
CYP17A1 (A2 allele; T-34C), SERPINE1 (4G/5G;
PAIl: 4G/5G; Ins/Del G)) meToaoM
CEKBEHWPOBaHMS

1 nccnepoBaHune

18 860

121

UccnepoBaHme KOAUPYHOLWMX SK30OHOB reHa
MLH1 (Heno/sIMNO3HbIN paK TOJICTONU KMLUKMU,
pakK xenyaka, pak Tesia MaTtku, 4
nonmmopcdpmsma): MLH1 ((His329Pro; H329P),
(Pro648Ser; P648S), (Ala681Thr; A681T), (G-
93A)) MeToAOM CEKBEHUPOBAHUS

1 nccnepoBaHue

18 210

122

UccnepoBaHme KOAUPYHOLWMX SK30HOB NreHa
MSH6 (HeNnoNMNO3HbIN pPaK TOJICTON KULUKMH,
pakK xxenyaka, pak Tesna Matku, 4
nonuMmopdgpmuama: MSH6 ((Gly39GIu; G39E),
(rs1800932), (G-101C), (G-556T))) meTonom
CEKBEHMPOBaAHMUSA

1 nccnepoBaHue

20 805

123

KonopekrtanbHbIW pak - pa3BepHyToe
nccnepnosaxHme (20 nonumopdusmos: ApoE
(*E2,*E3,*E4; T388C; Cys112Arg; ApoE epsilon
4; SNP92-APOE; C526T; Arg158Cys; 2198C>T),
CYP2E1 ((C-1053T; CYP2E1*5B), (G-1293C;
CYP2E1*5B)), DPYD ((Metl166Val; M166V),
(DPYD*9A; Cys29Arg; C29R)), EPHX1
((Tyr113His; Y113H), (His139Arg; A416G)), F5
(Factor V Leiden; G1691A; Arg506GIn), HMGCR
(rs12654264), IL6 (G-174C), LEPR (GIn223Arg;
Q223R), MLH1 (G-93A), MTHFR ((C677T;
Ala222Val; A222V), (A1298C; Glu429Ala;
E429A)), MTR (Asp919Gly; A2756G), MTRR
(Ile22Met; A66G), NQO1 (Pro187Ser; C609T;
NQO1*2), TP53 (Arg72Pro; R72P; p53 codon 72),
VDR (b/B; BsmI Polymorphism)) metonom
CeKBEHWpOBaHUS

1 nccnepoBaHune

39 010

124

Pak MO1I0YHOM XeJe3bl U ANYHUKOB -
pacliMpeHHbIX KOMJIEKC: onpeaeneHue
myTaummn B reHax BRCA1/2, FGFR2 n CHEK2
(21 nonumopdpwusm: BRCA1 ((185DelAG; 65Del),
(5382InsC), (4153DelA; 4154DelA), (A1708E/V;
Ala1708Glu/Val), (Argl699Trp; R1699W), (C61G;
Cys61Gly; C61G/R; Cys61Gly/Arg)), BRCA2
((6174DelT), (Asn372His; N372H), (Asn991Asp;
N991D)), CHEK2 ((Ile157Thr; I1157T), (1-bp Del,
1100C; 1100DelC), (Pro85Leu; P85L), (Argl81His;
R181H), (Glu239Lys/Ter; E239K/X), (Arg181Cys;
R181C)), FGFR2 ((rs1219648), (rs2981578),
(rs7895676), (rs2981582), (rs3135718),
(rs2981579))) meToaAOM CeKBEHUPOBAHMUS

1 nccnepoBaHue

39 010




AvnarHocTtuka dJYHKLIMVI LIMTOBUAHOM XKenes3bl:

125 |AHTMTEena k peuentopy TTI(aHTn-pTTI) 1 uccneposatue 1 985
126 |AHTMTEna k Tupeornobynuny (ATI) 1 uccneposatue 570
127 |AHTMTENna Kk Tupeonepokcupase (ATMNO) 1 uccneposatue 605
128 |TupeornobynuH (TI) 1 uccnenosaHme 510
129 |TupeoTtponHbii ropMmoH (TTIN) 1 uccneposatue 605
130 |TupokcuH (T4 obwmin) 1 uccnenosatue 570
131 |TupokcuH cBo6oaHbI (T4 cBO60OAHDbIN) 1 uccnepnosaHue 570
132 |TpuinoaTMpoHuH (T3 o6wmi) 1 uccneposatue 570
133 |TpMnoaTUPOHMH CBO60OAHDbIN 1 nccneposaHne 570

(T3 cBo60AHDbIN)

MMMyHONoOrmuyecKkme uccsiefoBaHus:

134 |MUMMyHOrno6ynuH G obwmn 1 nccneposarue 510
135 |UMMyHOrno6ynumH A obwmnn 1 nccneposarue 510
136 (UMMyHoOrno6ynumH M o6wmnn 1 nccneposarue 510
137 |Cy6nonynsauum numcpoumtoB (KOMMIEKCHoe |1 nccnenosaHve

nccnepoBaHue): obuee KOMNMYECTBO SIEMKOLMTOB

n numoountos, T-numpoumntsl (CD3), T-xennepsl

(CD3+CD4+), T-umtoTtokcuyeckme (CD3+CD8+),

"aybne"-knetkn (CD4+/CD8+), B-numdounTbl 8 915

(CD19+), ectectBeHHble kunniepbl (NK-kneTku

CD16/CD56), T-kunnepsbl (T-NK-kneTku

CD3+CD16/CD56)
138 |AHTUTENa K UMKJIMUECKUM 1 nccneposanve

uMTpyssiMHMpoBaHHbIM nentnaam (anti-CCP) 3420

NMHdekumoHHble 3aboneBaHun:

139 (Bupyc renatuTta A - aututena Ig G 1 nccneposaHne 595
140 (Bupyc renatuTta A - antutena Ig M 1 nccneposaHne 595
141 |Bupyc renatuta B (HBV) - NUP 1 nccneposarue 685
142 |Bupyc renatuta B (HBV) KOJIMMECTBEHHO - |1 nccnenosanue

nuyp 3420
143 |Bupyc renatuta C (HCV) - NupP 1 nccneposarue 510
144 |Bupyc renatmta C (HCV) KOJIMMECTBEHHO - |1 nccnenosaxue 3 420

nup




145 |Anti-HBsAg KOJIMMECTBEHHO (FenatuTt B) 1 nccneposaqmne 990
146 |HBeAg (Fenatut B 1 nccnenosaHme
g ( ) 990
147 |Anti-HBeAg (FenaTtut B) 1 nccnenosaHme 990
148 |Anti-HBcoreAg -IgM (FenatuT B) 1 uccneposarue 990
149 |Anti-HBcoreAg -IgG (lenaTut B) 1 uccneposarue 990
150 |Anti-HCV-IgM (lFenatur C) 1 uccneposatue 990
151 |Anti-HCV-IgM/IgG (FenaTtut C) 1 uccneposarue 990
152 [Fenatut B 1 nccnenosaHmne
570
UccnepoBaHusa Ha Covid-19
153 |KopoHaBupyc anti-SARS-COV-2-aHturtena IgG |1 nccnenosaHve 1 650
154 |KopoHaBupyc anti-SARS-COV-2-aHTutena 1 nccneposaHve
1 650
IgM
155 |KopoHaBupyc anti-SARS-COV-2-aHtutena Ig |1 vccnenosanue 2 620
G (Konn4yecTBeHHbIN)
JlekapCTBEeHHbIA MOHUTOPUHT (ansieprosiortyeckne nccneaoBaHua):
156 |MaHenb monouvHasa N21, Ig E: Mmonoko kopoBbe, |1 uccnenosaHue
MOJIOKO KMMNsiYEHOE, MOIOKO KO3be, Kedunp 2030
157 |MaHenb monoyHan N22, Ig E: a-nakranbbymuH, |1 uccneaosaxue
B-naktornobynuH, KaseuH, MU0 KypuHoe 2 030
(uenbHoe)
158 |MaHenb kpynbl N21, Ig E: nweHnua, poxb, 1 nccneposaxue
AYMeHb, OBeC 2 030
159 |MaHenb kpynbl N22, Ig E: KyKypy3sa, puc, rpeya, |1 uccnenosaque
oTpYybM nNuweH. 2 030
160 |Manenb MsacHaa N21, Ig E: cBMHMHa, roBaA, 1 uccneposatue
6apaHunHa, Kponuk 2 030
161 |MaHenb msaicHasa N22, Ig E: neyeHb roesixbs, 1 uccneposaHune
MSCO YTKW, KYPpUHOE MSCO, MSICO MHAENKMN 2 030
162 MaHenb osowm N21, Ig E: ToMaTbl, MOPKOBb, 1 uccneposatue
KapTodenb, Kabaukn/UyKnHu 2 030
163 |MaHenb oBowm N22, Ig E: 6aknaxaH, ceekna, 1 uccneposatue
TbIKBa, Nanpuka 2030
164 (MaHenb pbl6Haa N2°1, Ig E: nococb/cemra, 1 nccneposaxme
dopenb, ropbywa, cenbab 2 030
165 |MaHenb pbibHasa N22, Ig E: ckymbpus, kapn, 1 uccneposatue
2 030

KPEBETKMU, XEK




166 |MaHenb ppykTbl N21, Ig E: 9610K0, rpylua, 1 nccneposaHne
abpuKoc, BULLHSA 2 835
167 |MaHenb ppykTbl N22, Ig E: rpenndpyT, 1 nccneposaHmne
anesnbCuH, MaHAAPVH, MMMOH 2030
168 |MaHenb ¢ppykTbl N3, Ig E: 1 nccnenosaHme
KnybHuKa/3eMnsaHnKa, Kueu, 6aHaH, nepcmk 2 835
169 |MaHenb ¢ppykTbl N4, Ig E: aHaHac, AbiHS, 1 nccneposaxme
apbys, BMHOrpag 2 030
170 |MaHenb cneuum, Ig E: nyk, yecHok, ykpon, 1 nccneposaxmne
neTpyLuka 2 030
171 |MaHenb 606b1, Ig E: ropox, coesbie 606bl, 1 uccnenosaxve
daconb 6enas, yeuesnLa 2030
172 |MaHenb c6opHasn, Ig E: nekapckmne Apoxxu, 1 nccnepoBaHve
wokonag, rpubsl (LWAaMMNUHbLOHLI), Mea 2 030
173 |MaHenb opexu, Ig E: MmnHaanb, puctawkm, 1 nccneposaHne
rpeuKmin opex, apaxmc 2030
174 |MNaHenb aHTM6MOTUKMN, Ig E: amoKCMUNNINVH, 1 nccnenosarve
umMnpodoKCcaunH, TeTPAUNKINH, TEHTAaMULMH 2 030
175 |MaHenb 6biTOBan, anutenun, Ig E: anntenun 1 uccnenosaHue
KOLWKW, anntenmi cobakn, anutenmm n wepcTtb 2 030
OBLbl, NUTENNN KPOSMKa
176 |MaHenb 6biTOBan, nepbn, Ig E: kypuHble nepbs, |1 uccnenosaxune
nepbs KaHapenkn, nepbs BOJIHUCTOMO 2 030
nonyramnyuka, nepbs ronyoés
177 |MaHenb 6biTOBafA, Knewmn AgoMallHen nbiam, Ig |1 vccnesosaxue
E: dermatophagoides pteronyssinus,
dermatophagoides farinae, dermatophagoides 2 030
microceras, glycyphagus domesticus
178 |MaHenb nbinbueBas, copHan, Ig E: ambpo3nsa |1 uccnenosaHve
06bIKHOBEHHas!, NOMblIHb 0ObIKHOBEHHas, 2 030
Oo4YyBaHUMK, MOAOPOXKHUK
179 |MaHenb nbinbueBasn, nyrosasn, Ig E: exa 1 nccneposaHue
cbopHas, oBcsHULUA nyroBas, TMuModeeBka 2 030
nyrosasi, MATINK NyroBom
180 |MaHenb nbinbueBasn, aepesbs, Ig E: onbxa 1 nccnenosanue
cepas, 6epesa 6opogaByaTasi, Tonosb 2 030
TpexrpaHHbIi, nna
181 |MaHenb rpubkoBas, Ig E: penicillium notatum, |1 nccnenosaHwve
cladosporium herbarum, candida albicans, 2 030
aspergillus niger
182 (XypmMma 1 nccnepoBaHue

1470




Mukpo6uosiormueckune uccnepoBaHua:

183 |MoceB kasa Ha KMLIEYHYIO MUKpOdopy C 1 nccneposatune
YAMN n 6akdaramm (ancbakrepmos) 2 090
184 |MoceB kasia Ha NaTOreHHY KULIEYHYIO0 1 nccneposatune
rpynny c YAMN (ausrpynna) 1 650
185 |MoceB Ha Mukonnasma xoMm, Ypeamnsiasma 1 nccneposarue
6uoBapbl cymMm. ¢ HAMI (cocko6) 2 355
186 |MoceB Ha KaHaunay: Candida albicans/ 1 nccneposarue
glabrata/ tropicalis/ krusei/ap. ¢ YAMN 2030
187 |MocesB Ha m/¢ c HAMI oTpensemoe 1 nccneposaHne
BJlaranmua 1835
188 [MoceB Ha M/ ¢ c HAMI oTpensemoe 3eBa 1 uccnepnosaHue 1 835
189 (MocesB Ha m/¢ c HAMI oTpensemMoe Hoca 1 uccnepnosaHue 1 835
190 |Moces Ha M/d c YHAMI oTpensiemoe yperpbl |1 uccnenosaHue 1 835
191 |MNoceB Ha M/ ¢ c YHAMI Moua 1 nccneposarue 1 835
OHKONOrn4Yeckme Mmapkepbil:
192 |HOMA-IR: rniokKkosa, MUHCYJINH, UHAEKC 1 uccneposatue
MHCYJIMHOPE3UCTEHTHOCTU 840
193 |A 1 nccnepoBaHue
JIb[OCTEPOH 1375
194 1
UHcynuu (UPN) nccnenosaHue 605
195 |MapaTtropmoH (MNTIN) 1 nccnesnosaHme 1 635
196 (NCA 1 nccneposaHue
540
197 |NCA o6wmn+ NCA cso6oaHbIN 1 nccneposaHne 1100
198 |MpocTraTnueckan kucnasa ¢ocddarasa (PAP) 1 nccneposaHve 1 595
199 (P3A 1 nccneposaHue
730
200 |CA-125 1 uccnenoBaHve
730
201 |CA-15.3 1 uccnenoBaHve
730
202 |CA-19.9 1 uccnenoBaHve
730
203 |B2 -MmukpornobynuH 1 nccneposaHne
P y 1510
204 |NSE 1 uccneposaHue
2100
205 1 nccnepoBanue
SCC 2 160




206 1 nccnepoBaHue
dparmMeHTbl UUTOKEepaTuHa 19 - CYFRA- 21.1 1635
207 |Onp. pucka pa3BUTUS ONYXOJIM SIMMHUKOB 1 uccnenosatue 4305
(HE4 + CA125)
208 | XopuoHM4yeckui roHagoTponuH (XIr4) 1 nccneposaHne 705
209 |3cTpuon ceo6opgHbiit (cB.E3 ) 1 uccneposaHune 295
Mapa3sutapHble nHpekyum:
210 |Acneprunna ¢dnasyc - antutena Ig E 1 uccneposatune 270
211 |Ackapupa - antutena Ig G 1 uccneposatue 540
212 | NIam6nusa 1 uccneposaHve
605
213 |Onucropxus - aHtutena Ig G 1 uccneposatue
540
214 |Tokcokapa - aHTutena Iq G 1 uccneposarue 480
215 | Xenukob6akrep nuiaopm 1 uccneposarue 895
216 |9XMHOKOKK - aHTutena (Iq G) 1 uccnenosatue 540
217 |boppenus - aHtuTtena Ig M 1 nccneposaHme
PP 9 1115
218 |boppenus - aHtTuTtena Ig G 1 nccneposaHme
PP 9 1115
Penpoaykuua un pepTUIbHOCTb:
219 (17-OH-NporectepoH ( 17-OH-Mpr) 1 ncenenosatqmne 500
220 | AHTUMIONNIEPOBCKUA FOPMOH 1 nccneposaxme
P P 1 445
221 |Fno6ynuH, CBA3bIBalOLWMUIA NOJIOBble TOPMOHDI |1 uccneposaxne 925
(rcmr)
222 |fernapoanunaHapocTepoHa cynbdart (DHEAS) |1 vccnenosaHue 715
223 |IHrmbuH B 1 uccneposaHne
1575
224 |JTroTrenHnsupyrowmii ropmoH (Jirr) 1 uccneposatue 540
225 |MporectepoH (Mpr. 1 nccneposaxme
P poH (Mpr.) 540
226 |MponakTtuH (Mpn. 1 nccneposaxme
p (Mpn.) 540
227 |MponakTuH-Mmakpo (M-Mpn)+MNponakTuH 1 uccneposarue 1375
(Mpn)
228 |TectocTtepoH (TecT.) 1 nccnenosaHme

540




229

TecTocTepoH cBO60AHDbIN: TECTOCTEPOH 061,
CCrI, anb6yMunH, nHaeKcbl cBoboaHoro
TeCTOCTEpOHa

1

nccenengosaHme

1375

230

donnunkynocrumynmpyrowmin ropmoH (®Cr)

1

ncecnengosaHme

540

231

Scrtpaavon (E2)

nccenengosaHme

540

232

MAJIAA NAHEJ1b NON10OBbIX TOPMOHOB:
JloTenHusnpyrwowmm ropmoH (J1IN), NMporectepoH
(Mpr.), NponakTtuH (Mpn.), TectocTepoH (TecT.),
donnmkynoctTumMmmpyrowmm ropmoH (OCr),
ScTtpaavon (E2)

1

nccecnengosaHme

3 005

233

CPEAHAA NAHEJIb NOJIOBbIX TOPMOHOB:
JloTenHusnpyrwowmm ropmoH (J1I, NMporecrepoH
(Mpr.), NponakTtuH (Mpn.), TectocTepoH (TecT.),
donnmkynoctummpyrowmm ropmoH (OCr),
ScTtpaavon (E2), AHTUMIONNEPOBCKUIM FOPMOH,
nobynuH, cBA3bIBaOLWMN NOMOBbIE FOPMOHbI
(rcnr)

1

nccenengosaHme

5470

234

BOJIbLLUASA NAHEJIb NOJ10BbIX TOPMOHOB:
JloTenHusmnpyrowmm ropmoH (JII, NporectepoH
(Mpr.), NponaktuH (Mpn.),
doNNMNMKYynoCcTUMmMpyroLWwmnimm ropmoH (OCr),
ScTtpaavon (E2), AHTUMIONNEPOBCKUIM FOPMOH,
FMobynuH, cBs3bIBaOWMI NOSIOBbLIE TOPMOHbI
(rcnr), 17-0OH-MporectepoH (17-OH-Mpr),
dernapoannaHpoctepoHa cynbdat (DHEAS),
NHrmbun B, MponaktnH-makpo (M-lpn),
TecTocTepoH cBoboAHbIN (TecTocTepoH obuw, CCl,
anbbyMuH, MHAEKCbl cBO6OAHOro TECTOCTEPOHA)

1

nccnegosaHme

8 075

YporeHuTanbHble UHpeKUnn:

235

AHapodnop: OEM, nakTtob, ctad, cymm, cTpen
CYMM, KOpuMHebaKT CyMM, yp yp, Yp NapB, MUK XOM,
MUK reH, rapg Bar, aHTepobaKT/3HTepoK, KaH4
CYMM, TpUX Bar, Hecc roH, xnam Tp (cockob)

1

nccnegosaHme

2610

236

TpuxoMoHaaa BarmHanuc - aHitutena Ig A

1

nccnegosaHme

815

237

TpuxoMoHaaa BarMHanuc - aHtutena Ig G

1

nccnegosaHme

815

238

Antntena (Ig G) kK MMKOMJIa3Me XOMUHUC

nccnegosaHme

560

239

Antntena (Ig G) k ypeannasme ypeajimMTUKyM

1

nccnegosaHme

560

240

Antntena (Ig G) k xs1TaMmmamn TpaxoMaTuc

nccnegoesaHme

570

241

AHTntena (Ig A) K MUMKOMNJ1Ia3Me XOMUHMUC

nccnegosaHme

570

242

AHTntena (Ig A) K ypeannasMme ypeasimTUKyM

1

nccnegosaHme

570




AHTnTena (Ig A) K x1aMmMamMm TpaxomMaTuc 1 uccnefoBaHve

243 560
Ackapupa - aHTuTtena Ig E 1 nccneposaxme

244 1020
Bupyc nanunasnombl yenoseka CKPUHUHT 1 nccneposanme

>45 |CYMMAPHBbBIA - (16, 31, 35, 39, 59), (18, 33, 1 020
45, 52, 58, 67) Tunbl - AHK
Bupyc nanunnomsbl yenoseka TUNMNPOBAHME -1 nccneaosaHune
(16 nokasarenen: 11, 16, 18, 31, 33, 35, 39,

246 |45, 52, 21, 56, 58, 59, 6, 66, 68) - AHK (u3 3 500
u/KaHana)
Bupyc npocToro repneca 2 Tuna - aHtutena 1 nccneposanue

247 730
IqgM
Bupyc npocToro repneca 2 Tuna - aHtutena 1 nccneposaHue

248 |1a G 730

q

Bupyc npocrtoro repneca 1/2 tuna - AHK 1 nccneposanue

249 (kpoBb) 700
Bupyc npocroro repneca 1/2 tuna - AiHK 1 nccneposanme

250 |(cocko6) 510
Bupyc npocrtoro repnecal/2 Tuna - aHturtena |1 uccnenosaxue

251 730
Iq G
Bupyc dnwrtenHa-bapp - AHK (kpoBb) 1 nccnesosaHue

252 705
Bupyc 3nwrtenHa-bapp EA (IgG) 1 nccneposaxue

253 560
Bupyc dnwrtenHa-bapp NA (IgG) 1 nccnesosaHue

254 560
Bupyc dnwrteinHa-Bapp VCA (IgM) 1 uccnenosaHue

255 560
KaHanpa anbbukaHc - aHtutena Ig E 1 nccnenosaxue

256 770
Kokniow (Bordetella pertussis)- Ig G 1 nccnenosarune

257 1310
Kokniow (Bordetella pertussis)- Ig M 1 nccneposaHue

258 1310
Jiam6nuna - antutena Iq M 1 nccneposaxmne

259 950
Mukonnasma xommHuc - AHK (cockob) 1 nccnenosarune

260 515
Bupyc kopu - aHtutena Ig G 1 nccneposaxmne

261 Py P 1115




Mpocdunu rMHeKoNnorua:

262

FEHUTAJIbHBIE MH®EKLUMWN (cockob6): Bupyc
nanunnomsl Yenoseka CKPUHUHI CYMMAPHbIN,
Mukonnasma xoMmuHuc - IHK (cockob),
Ypeannasma parvun -HK (cocko6), Ypeannnama
ypeanutnkym - JHK (cockob), Xnammnams
TpaxomaTtuc - AHK (cockob)

1

nccnegoesaHme

2 880

263

MAJIAAA MAHEJNb (kpoBb): AHTuTena (Ig A) K
MUKonnasme xommHuc, AHtutena (Ig A) k
ypeanna3me ypeanutukyMm, AHtutena (Ig A) K
xnammamu TpaxomaTtuc, AHTuTena (Ig G) k
MUKonnasmMe xommHuc, AHtutena (Ig G) k
ypeanna3me ypeanutukyM, AHtutena (Ig G) k
xnammamu TpaxomaTtuc, KaHaunaa anbbukaHc-
aHtutena Ig G

1

nccnegosaHme

4 040

264

CPEAHSAA NAHEJNb (kpoBb): AHtutena (Ig A) K
MUKonnasme xommHuc, AHtutena (Ig A) k
ypeanna3sme ypeanutukyMm, AHtutena (Ig A) K
xnammamu TpaxomaTtuc, AHTuTena (Ig G) K
MUKonnasmMe xommHuc, AHtutena (Ig G) k
ypeanna3me ypeanutukyM, AHtutena (Ig G) k
xnammamun TpaxomaTtuc, Kanaunaa anbbukaHc-
aHtutena Ig G, Uutomeranosupyc (Ig G),
Untomeranosupyc (Ig M)

1

nccnegosaHme

5 210

265

Cucdpunuc EIA (Ig M+Ig G)

nccnegosaHme

510

266

Tokconnasma N'oHau - antutena Ig G
KOJINYECTBEHHO

nccnegosaHme

510

267

Tokconnasma N'oHau - antutena Ig M

nccnegoeaHme

425

268

Ypeannasma parvum - 1HK (cocko6)

nccnegosaHme

510

269

Ypeannasma 6uoBapbl cymmapHbie - HK
(cocko6)

1

nccnegosaHme

510

270

Ypeannasma ypeanutukym - 1HK (cocko6)

1

nccnegosaHme

510

271

demodnop - 8 (OBM, nakrtobay cymm,
3HTepo6aKT CyMM, CTPENTOK CYyMM, rapAH Bar,
3y6aKkT CyMM, MUK XOM, MUK IeH, KaHaMAaa
cymm) - NUP

nccnegosaHme

1650

272

demodnop - 16 (OBM, nakrobay cyMmm,
3HTepo6aKT CyMM, CTPENnTOK CyMM, ctapun
CYMM, rapaH Bar, 3y6akT cyMM, CHeT
cymm/nenTt cymm/dysobakr cymm, meracod
CYMM/BWUJIOH CYMM/Anan CyMMm, slaxHob6akT
CYMM/KJIOCTP CYMM, MO6UNYHKYC cyMMm/
KOpuHeb6aKT CyMM, nentocTpenTt CyMM, atonob
Bar, MMK XOM, MUK reH!UT, ypearnJi CyMM,
KaHanaa cymm) - NUP

nccnegosaHme

3 255




273

demMockpuH -19 (OBM, nakrobauy cymmMm,
3HTepo6aKkT cCyMM, rapaHep Bar, atop vag,
MWK XOM, MUK IeH, Yp YP, YP NapB, KaHf
CYMM, TPMX Bar, CTpenTtokKk CyMM, ctacpun

1 nccnepoBaHune

3 255
CyMM, prev biv, Hecc roH, MO6UNIyHKYC CyMM,
xsam Tpax, BMNri, Brr2, LUMB) - AHK (cocko6
U3 Blaranuiya)
274 | Xnamuama tpaxomatuc - f1HK (cocko6) 1 nccneposatue 510
275 |Umtomeranosupyc - AHK (kpoBb) 1 nccneposarue 635
276 |LimTtomeranosupyc (IgG) 1 uccneposatue
510
277 |Untomeranosupyc (IgM) 1 uccnenosaHue
510
278 |Dkcnpecc-guarHoctuka cudpunumca (34C) 1 uccneposarue 270
Mpocdnnn nMMyHohEepMEHTHbIX UCCIeA0OBaHUMI:
279 |TORCH-uHdexkuum: Tokconnasma IgM+IgG, 1 uccnenosatue
KpacHyxa IgM+IgG, UMB IgM+IgG, BMNri/2
IgM+IgG
3 585
280 (BUPYCHBbIE FENATUTDI B,C - nepBu4yHasn 1 uccnenosatue 815
AnarHocTtuka: HBsAg, a-HCV cymm.
281 (BUPYCHbIU FENATUT B - o6cnenoBaHme: 1 nccneposaHme
HBsAg, a-HBsAg, a-HBcoreAg -1gG 1980
282 |AnarHoctuka OCTEOMOPO3A: NoHu3. kanbumi, |1 nccnenosaHue
Heopr. docdop 870
283 [JKEHCKASl OHKOJIOIrusl: P3A, CA-19.9, CA-125, (1 uccnenosaHue
CA-15.3 2920
284 |MHTUMHOE 3AO0OPOBbE INLP - naTtoreHbl: xs1aM |1 vccneaosaxue
Tpax, TPUX Bar, HECC roH, MUK reH 2 345
285 | NMNNNAOINPAMMA: JINBM, JINHM,NHaekc 1 uccnenoBaHve
aTeporeHHOCTU 1085
286 |MYXXCKASA OHKOJ10OIus: P3A, CA-19.9, NCA 1 uccnenoBaHve
obwmn + ceob. 2 560
287 |OXXWUPEHME: TTT, MNMponaktnH, KopTuson, 1 nccneposaxmne

NHCcynuH

2 355




288 |MAPA3UTAPHbIN MPO®WJIb - pacluMpeHHo: |1 uccnenosaHue
Nambnun cymMm.; Tokcokapsbl, Ackapuaa,
Onucrtopxus, TpuxmnHenna, OXUMHOKOKK - aHTUTeNa 4 690
Ig G,Ig E o6wwuin
289 |PYHKUMSA penpoaAyKTUBHON CUCTEMDbI 1 nccneposaHve
3 240
290 |WWLUMTOBUAHASA XXEJNE3A - pacwumpeHHo: TTI, |1 nccnenosanve
cB.T4, AT-TNO, ATpTTI
3 765
291 |WUNTOBUAHAS XXEJIE3A - CKPUHMUHTI: TTT, 1 uccneposatune

cB.T4, AT-TMNO

1780




